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This talk will delve into biostatistical strategies advancing the field of genetic
neuropidemiology. Recent advancements have enabled more precise identifica-
tion of genetic and environmental factors, significantly enhancing brain health,
risk stratification, disease prediction, and prevention strategies. Key highlights
include applying multivariate models to extensive genomic, environmental, and
brain imaging datasets, and the assessment and implementation of statistical
tools designed for data integration. These methods further emphasize incor-
porating diversity and sex-specific mechanisms into study populations, bolster-
ing the applicability and accuracy of our findings. The implications of these
advances extend beyond improved diagnostic accuracy, paving the way for po-
tential biological pathways that support personalized medicine, prevention, and
targeted therapeutic interventions.
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